(A) The experimental design used to subject wild type, aba1-1 and abi1-1 plants 3 to water deficit (yellow), heat stress (red) and a combination of water deficit and heat stress 4 (orange). (B) Temperature and humidity measurements for control (CT), water deficit (WD), 5 heat stress (HS) and a combination of water deficit and heat stresses (WD+HS), recorded 6 inside the growth chamber with a datalogger. Figure S1 (A) The experimental design used to subject wild type, aba1-1 and abi1-1 plants to water deficit (yellow), heat stress (red) and a combination of water deficit and heat stress (orange). (B) Temperature and humidity measurements for control (CT), water deficit (WD), heat stress (HS) and a combination of water deficit and heat stresses (WD+HS), recorded inside the growth chamber with a datalogger. AtP5C1, encodes a delta1-pyrroline-5-carboxylate synthase that catalyzes the rate-limiting enzyme in the biosynthesis of proline. Expression is induced by abscisic acid and salt stress in a light-dependent manner. At2g33380
AtRD20, encodes a calcium binding protein whose mRNA is induced upon treatment with NaCl, ABA and in response to dessication. mRNA expression under drought conditions is apparent particularly in leaves and flowers. Isoform of caleosin with a role as a peroxygenase involved in oxylipin metabolism during biotic and abiotic stress. At4g26080
AtABI1 Involved in abscisic acid (ABA) signal transduction. Negative regulator of ABA promotion of stomatal closure. At5g12030 heat shock protein 17.6A, encodes a cytosolic small heat shock protein with chaperone activity that is induced by heat and osmotic stress and is also expressed late in seed development. At4g34000 abscisic acid responsive elements-binding factor (ABRE/ABF3). Encodes an ABA-responsive element-binding protein with similarity to transcription factors that is expressed in response to stress and abscisic acid. At5g11110
Encodes a protein with putative sucrose-phosphate synthase activity. ChlADR is an aldehyde reductase that catalyzes the reduction of the aldehyde carbonyl groups on saturated and alpha,beta-unsaturated aldehydes with more than 5 carbons in vitro. The N-terminal region of this protein directs GFP to the chloroplast where where ChlADR likely helps to maintain the photosynthetic process by detoxifying reactive carbonyls formed during lipid peroxidation. At2g42540
A cold-regulated gene whose product is targeted to the chloroplast. Cor15am protects stromal proteins from aggregation under various stress conditions. Constitutive expression increases freezing tolerance in protoplasts in vitro and chloroplasts in vivo. NMR and x-ray diffraction studies suggest that COR15a alters the intrinsic curvature of the inner membrane of chloroplast envelope. Late Embryogenesis abundant protein (LEA). At3g08860
Encodes a protein that is predicted to have beta-alanine aminotransferase activity. At3g57540
Remorin family protein; CONTAINS InterPro DOMAIN/s: Remorin, C-terminal (InterPro:IPR005516); BEST Arabidopsis thaliana protein match is: Remorin family protein (TAIR:AT2G41870.1) At2g47470
Encodes a protein disulfide isomerase-like (PDIL) protein, a member of a multigene family within the thioredoxin (TRX) superfamily. Transcript levels for this gene are up-regulated in response to three different chemical inducers of ER stress (dithiothreitol, beta-mercaptoethanol, and tunicamycin). AtIRE1-2 does not appear to be required for this response, but the atbzip60 mutant has a diminished response.
At3g53980
Bifunctional Encodes a Type-A response regulator that is responsive to cytokinin treatment. Its C-ter domain is very short in comparison to other Arabidopsis ARRs (17 total). Arr6 protein is stabilized by cytokinin. At2g16060 class 1 non-symbiotic hemoglobin (AHB1), encodes a class 1 nonsymbiotic hemoglobin induced by low oxygen levels with very high oxygen affinity. It is not likely to be a hemoglobin transporter because of its extremely high affinity for oxygen. Overexpression impairs cold stress-induced nitric oxide (NO) production. At1g03870
Fasciclin-like arabinogalactan-protein 9 (Fla9) At2g44740 cyclin p4;1 (CYCP4;1); CONTAINS InterPro DOMAIN/s: Negative regulatory factor PREG (InterPro:IPR012389), Cyclin-like (InterPro:IPR011028), Cyclin, N-terminal (InterPro:IPR006671), Cyclin (InterPro:IPR006670).
At1g48630
Encodes a protein with similarity to mammalian RACKs. RACKs function to shuttle activated protein kinase C to different subcellular sites and may also function as a scaffold through physical interactions with other proteins.
